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L FFIghERR e BUSE RNA SRUARELIES 2 a7

(A) Nucleus, ribosome  (B) Mitochondrion, Peroxisome (C) Nucleus, Endoplasmic
reticulum (D) Nucleus, Lysosome  (E) Nucleus, Peroxisome

2. EEEYS TR AR - PRIEEE TEU L - FEREEMAR
(A)Periderm (B)Cork cambium (C) Vascular cambiuvm (D) Shoot Apical meristem

(E) Root apical meristem

3.Calvin Cycle 0 Krebs Cycle 4} BUZEAMIBUA PR st 2

{A) Mitochondiron; Plasma Membrane (B) Peroxiscme; Endoplasmic reticulum

(C) Chioroplast; Mitochondrion (D) Mitochondrion; Chloroplast (E) Golgi body; Nucleus
4. H[FBEHE (genomic imprinting) ~ 445 B ZBfi{t.(histone acetylation)F DNA FEAY,
(DNA methylation) =FERREI—FEEEHE 7

(A) Mutation (B) Epigenetic inheritance  (C) Chromsome rearrangement

(D) Translocation  (E) Crossing over

5. BASSTEREREMIERRE B IRIEY) - B AEERSIIEMG T A TIREE - AHN
B (AERASTERMRSEEREN  (B)FERE@REBIEE - IGHTERRE B
B (ORERCHSRMEERT  BEREIIRERE  OLUBHRER
MRGERE » FHRETERE MR ENARE XE (BEFELSERE » vERRIL

6. —HLABHY TR EEIBRENIERME > BETEEE 5 IFRARICE » T EATIMTE ReEH
BR{ERE R A ny L 7
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FERS ST AR > M B IR EEE S MEC P 2HEC (O
IR S TR TR AR M AT RN R T AR S R R YRR BIRADD
o FEFRERSFE (DRI GR B 30> B TA%E > M L3R5 > 1RED
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7. FEH— AR E R RN R R 7

(A) R e & £ B AEER, nivogenase  (B)SLRHMAT E W LA frilivie
WEESEESEEEE  OFREMERSETERAFR  OIREPHETHE
£ BBRAFRERTREYRERNNE

8. THI AT S A R R A R TR IS RAHER?

(A) Auxins (B) Gibberellins (C) Cytokinins (D) Ethylene (E) Abscisic acid

9. AR R R N S B TE A G E R BTE T N B e R R S B
BRESEHENEEINRETIRE ?

(A) Auxins; Cytokinins (B) Cytokinins; Auxins (C) Auxins; Abscisic acid

(D) Cylokinins; Ethylene (E) Gibberellins; Auxins
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OWFHERRIFEEFRARMZRIEE OB TERREYERMLIFEESE
SHBAERE  (E)A F1 B
12. {EEAINERY RS SEEE T e RS ©
(A) Preprophase band  (B) Spindle fibers  (C) Kinetochore (D) Cell plate (E)A and C
13. TR R IR K P e 4 17 » (RS ATRES A EARAYELTE ©
(AT TSNP BRI RS (B)ELE Abscisic acid R FFLRART - LA
FERFIE RO (ORFREE AR Auwin (BEEBEAGERAS  (OMREES
Ethylene FFERBMBITE,  ERFESLRE Avin (BEERE S HIRM S ER
14, THIGEHEE R Na+-K+ Pump {ERIAVIFIEZ
{A)Sodium ion S E BT RERE IS T EIHATA) (B)Potassium ions T E T 4R A
far  (OESMFREFIDEREOEREEPNESE (DA FIB BITHEN
(B)A, B, C =& HIIERE
15. BB LA 7GR RIS - RS TR FEYOHHEHLE 5 F(unequal cytokinesis) » &
BRRYHHRE RS B LR AN D RO E - FELD MR A R BIR R TR - RER B AT - M)
BOLAIERE 7
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I fi#fE &5 Define the following lerms * (fF7E 2 43 & £ 20%)

1. Multiple alleles

2. Mollusca

3. Arthropoda

4. Crossing over

5. Allopatric  speciation

6. B cell

7. Paleontology

8. Macroevolution

9. Adipose tissue

19. Swim bladder
TILEC & 78 Match : GRS A~ M-S B SR /2 (& REEN BRIl » I9RE 3 45 4L 30%)

1. air sac A Pituitary gland

2. Cochlea B Frog

3. Glomerulus C Heart

4. AV node D  Epidermis

5. Stratum germinativum E Bat (near shoulder )

6. Spiral valve F Ear

7. Gray matter G spinal cord

§. brown fat H Birds

9. Prolactin aid FSH I Intestine of shark
16. Amplexus I Kidney

V. [EECRE - (i sy dha2or

I. BAERBRYIE (LR EE A -

2. RUAMEIZAIEEHENEY) (flowering plants ) 7E4k88 FH I ABC Model
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