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1. Ferroportin

2. Hypersegmented neutrophil
3. Transferrin

4. Cobalamin II

5. Intrinsic factor

6. HbH

7. EMA (eosin-5-maleimide)
8. GPl-anchored proteins

9. EPO (erythropoietin)

10. Heinz body

11. Orthochromatic normoblast
12. MCV (mean corpuscular volume)

13. Coombs’ control cells
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