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3. The amount of DNA per cell of a particular species is measured in cells found at various stages of mejosis, and
the following amounts are obtained. Assign the amounts of DNA (3.7 pg, 7.3 pg, and 14.6 pg) to the
corresponding stages of the cell cycle: (12%)

(a). G1, (b). Prophase I, (c). G2,
(d). Following telophase II and cytokinesis, (e) Anaphase 1 (). Metaphase II

4. In corn, the alleles C and ¢ result in colored versus colorless seeds, Wx and wx in nonwaxy versus waxy

endosperm, and Sh and sk in plump versus shrunken endosperm. When plants grown from seeds heterozygous
for each of these pairs of alleles were testcrossed with plants from colorless, waxy, shrunken seeds, the progeny

seeds as followed: (10%)  Colorless. nouwaxy. shrunken 84
Colorless. nonwaxy, plump 974
Colorless. waxy. shrunken 20
Colorless. waxy, plump 2349
Colored. waxy. shrunken 951
Colored. waxy, plump 99
Colored. nonwaxy. shrunken , 2216
Colored. nonwaxy, phunp 15
total 6708

5. #4394 nuclear splicing #4444 - (10 %)

6. HFRAFSBARARBA WA R mEIaE 45 - (10%)

7. #4398 DNA packaging - (10 %)

8. Please explain the following terms: (20%)
(1) Ac/Ds (4) Pribnow box (7) siRNA (10) Single-strand binding
(2) Crown gall disease  (5) Release factor ®) YAC protein
(3) Plaque (6) Silent mutation (9) Zinc finger
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