¥

% 195 B2 100 2LERLHEBALAFRNRAE
#B :mpthE(d) % 195
R 4 £ 3 Rz% | =®

1L (P8 Fafay SHieteresR—B%Cnikx  SHLLAHF? @A D)
A. Autophagy
B. Apoptosis
C. Mitotic catastrophe
D

Neovascularization
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A. Caspase

B. Phosphatase

C. N-acetyl-transferase

D. P62
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A. Centriole

B. Smooth ER

C. Mitochondria
D

Lysosome
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A. Phospholipid

B. Tubulin

C. Myoglobulin

D.

Caveolin
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A. GTP hydrolysis

B. CcAMP glycosylation

C. Tyrosine phosphorylation

D. DNA methylation
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F o~ Endoplasmic reticulum
-~ Lysosome
SN Golgi apparatus

Oxidation of toxic molecules
Intracellular degradation
Synthesis of protein

ATP synthesis

Near the nucleus; modification and packing of proteins for secretion
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Regeneration
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