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(1) Synchytrium endobioticum
(2) Phytophthora infestans
(3) Plasmodiophora brassicae
(4) Plasmopara viticola
(5) Taphrina deformans
(6) Ustilago maydis
(7) Hemileia vastatrix
(8) Candidatus Liberibacter asiaticus
(9) Erwinia amylovora
(10) Bursaphelenchus xylophilus
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(1) Pathogen-associated molecular patterns
(2) Type III secretion system
(3) Oxidative burst in plant defense

(4) Gummosis |
(5) Cross-kingdom RNAi
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