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3. AT subgenomic mRNA » ERAL AR FRNBE TR ROAL - (109)
4, REF—BTHFoTER > ERARERFER R PRS- (105)

5. B& % ## (lipopolysaccharide, LPS) %3 i K&t (Gram negative) S o454 &4% @ S E 30
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QERNEEEER S H @A % R E 4 (colony forming unit, CFU) » 3 3 RER ()
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(1). Weil’s disease (2). Scarlet fever (3). Bubonic plague (4). Whooping cough (5). Johne’s disease
(6). Pontic fever (7). Lyme disease (8). Q fever (9). Timber tongue (10). Glanders
&

A. Yersinia pestis

B. Leptospira spp.

C. Streptococcus pyogenes

D. Borrelia burgdorferi

E. Bordetella pertussis

F. Mycobacterium avium subsp. paratuberculosis

G. Legionella spp.

H. Actinobacillus lignieresii

I. Burkholderia maliei

J. Coxiella burnetii

10. SR & o ki IE Chagas’s disease S H R AL A F £ » REAHNARGBE - (10 )

11. BR3RA KB R SRS X equine protozoal myeloencephalitis (EPM) 89 7% B R K A5+ » LR H &
MR- (10 %)

12. 339 KK & Dipylidium caninum 8% £ » ARHRHHAHE < (10 5)
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