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1. B hBHHAEMALE  HAwHARD red - peach~ orange ~ & cream &2 H B A A M 45 5 :
Y C Y __~yyC s Boyyecs 44 — b Bl FHEEEEARY e a LB ?(2%)
R T o (8%) '

2. Fine spines (s), smooth fruit (tu}, and uniform fruit color (u) & =128 44 6 HAIEH MR - SF -BA=Z4
RAMRA KL L Fl B (testeross) FAF & FReTF ¢

S U Tn 2
8 7 Tu 70
hy Tu 21
s W tn 4
§ U w 82
s U m 21
s Tu 13
S # b el 17
Total 230

(1) FTEBE T+ oty it $1EF ? (3%)
@) HEEEHARE N - F YRGB - (1%

3. RAMBARS LR THING g B ERME 7(1%) K~ TFHRHEHRE?(3%) - X FHIONS,

XEARE?(1%)

4. (1) 35 #%#E autopolyploidy & allopolyploidy = % 1.2 £ 4 4 & B %88 ? (5%)

(2) Nicotiana glutinosa (2n = 24) and N. tabacum (2n = 48) & faif ¢ S84 (species) » # T T4
ER KB ¥ F A4 - £ 1925 £ » Roy Clausen and Thomas Goodspeed #¢ H.26 % 4 4% + % 45—k
R Fl it EURBEBRP T AR P2 R P2 HSBREEFETELENZE T - Bk
F2 #i#a metaphase I B 36 pairs of chromosomes - £ metaphase II B 36 individual chromosomes »
BEBETRFIAAF2Z 24 - (10%)

5. Plants with white squash x Plants with green squash » gF % 43 &4 F1 f% HRFATEHGai L B2
HERTHZME ol FARGEMA » Hh BB 12:3:] - e ks - (10%)

6. FRASFLYGHREMETHERATERE ? o EHEEE ?(10%)-

7. Please explain the following terms: (20%)

(1) 7’-methylguanosine triphosphate (6) microRNA

(2) Polycistronic mRNA (7) alternative splicing

(3) Internal transcribed spacer (8) Proteolysis

(4) Missense mutation (9) Wobble rule

(5) Transit peptide (10) Leucine zipper motif
8. MBnEHZLEY

(D) #FF—EERATLEERHBFELN mRNA 5F 22 4)
2 FH—EAmRNA 5 FAFLEBHEREFENEAEGHES T 229)
() FRALLEEBRNLRTREFIRALSE MM -8 H)

9. %¥L9A replicative transposition 94 « (8 &)
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