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#& o AP 5 1 1% 4% 41 (genetic mechanisms) #1342 % ta Z A2 45 M (genetic
characteristics)? (6%)

2. (1) 4§ pure culture ? (2%) (2) # FF 5 F 744 4% pure culture X oFEHE R
R - (6%)

3. FRAT I H Az sx s R #(12%): (1) MacConkey agar, (2) Triple sugar iron agar, (3)
Mannitol salt agar. |

4. 27 R(oxygen)FF & F € 4k (stop) F 71 RAE(8%) : (1) Glycolysis, (2) Fermentation, (3)
The Kreb cycle, (4) The electron transport chain. _

5. AEE HNABARLE @A B EESS A R E 4(1) glucose, (2) glucose

+lactose s HEHK P24+ B o (10%)

6. 4£ Chemostat 2 4F » Afb A T o B E H 48 > 5 B (cell density) & # 4 £ i % (growth
rate) * 3F M ERA - (6%)

7. FFE K 8 B B ATHE B KO &(Gram staining)a% 7 4 A RF X LM BRESESEER
RZH % - (6%)

8. L 3794 Lysogenic phage & Prophage - (8%)

9. FHAHUBGRIEMARELEEER THRTRBELEZHA (AR)- (10%)
(1) phosphate, (2) agar, (3) phenol red, (4) autoclave, (5) water bath.
10.473% Generation time ? ] — %= & % Generation time FHAARR » FEdH =48 THEEE

Z B F 3ok P 2RA o (12%)

11.£ — % % #.5F 2 Thermal death time curve 4 H A2 F value & Z value o (8%)
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