Y% AT WM ARISREFE Ly AR
#8 : EHBE®D) A 471
# / RzE A R

=~ FRAT BB EY > B ZREXRRBZ N -
(8%, &A1 2)

LBEAR 2+ 5.8y 4y bm it 3 2

28 WBES 6.= AR EZER
3R EER 7% LAHBBATEZER
448 % s K BEE KM R AEY

oI MAMBRAREL EEAZABARBIH/MEAEFTR
BRI TRESZI 2R — A EBRBERRZH
% o (15%)

E-HMAYHZARSEERFRE SR AR EMN A E REFFAL
E2ZEBF o (15%)

W FRATHARAR BRI R EX LI ERAAEY 8% BH1 45)

1. Aspergillus oryzae 5. Lactobacillus bulgaricus
2. Bacillus subtilis 6. Streptomyces griseus

3. Candida lipolytica 7. Trichoderma reesei

4. Chiorella pyrenoidosa 8. Zymomonas mobilis
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1. Autotrophic microbes 10. Inclusion body

2. Antifoams 11. K;a

3. Catabolite repression 12. Plasmid transformation
4. Cross flow filtration 13. Probiotics

5. Enrichment culture 14. Rice koji

6. Facultative anaerobe 15. Specific growth rate ()
7. High-~cell-density culture 16. Synchronous culture

8. Fermentation 17. Water activity

9. Fluidized-bed fermentor
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