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(1) BT L@l HHRRBEF LN (8%)
(2) B3| eFeRHRBNRLTE  LABLBMEEE 7 (8%)

6. BB RIMMAEHZEE > P EF M 5% Real-time PCR (Polymerase
Chain Reaction) 7] &% B M & S A 2 B F k2 — » HHRATH A
(1) Real-time PCR &4y B 22 - (T%)

(2) Real-time PCR #v PCR &) £ & A 47 2 (T%)

7. B Z BT §E &4 pasteurization 2 M b5 15 3 46 (6%) By o] B TRk
AR AT AT 84 pasteurization 25 & T BB R Mk AR B
B 5 (4%)

8. # sauerkraut 4 882 P 4 42 AL (8%)

9. B H =484k % indicator organism /& B 2 544 (6%)

10. SR#AF 9% 3 (a) selective and differential medium (b) sulfur stinker (¢)

metabiosis (d) prebiotics (16%)
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