BIEMAE 107 2EEHATERESARE

Aau . 476 M A6
gif%%m%(m % / Az% / ®
l’]: .

R1ZA8 - 3 11 2 :

I EREEABRBBRAN > BOTR&BEmrens WRET R4
(a) Tryptophan R AEF - $E & K 48 HBR 547 G 5
(b) Serine B8 » HE G HOLBBEAEAT G )
(¢) 2% Arginine B X, Lysine » &} Isoleucine Bu4% Leucine A 47475 & CEE A R0t
B = (4 5)

2. FHRAREFTEAWKNRE % lock-key model £ induced-fit model BEL (5

3. FAAE (a) 175 chaperone? (5 4)
A (b) configuration i conformation %4 775 § ? G5

4. W (a) Bohr effect (5 4)
(b) 2,3-bisphosphoglycerate (BPG) # hemoglobin # oxygen & 485 %% - (5 4)

S. FHBRWBAABED T » BOH LM% H 248004 A2 K (10 %)
6. 473 RNA J3%& (RNA interference 3, £)?72(5 4)
7. (a) 3 Haworth projection & i B-D-glacopyranose - (5 4)
(b) £ o-D-glucopyranose # specific rotation [o]2'p = +112.2 » B-D-glucopyranose #4

specific rotation %+18.7 > 3 Fja-D-glucopyranose F=B-D-glucopyranose %4758 4 5 b
BB » RAH s specific rotation A+83.0° (54)

8. (a) MARE R4 £ FI 45 & D-glucose £ 4 5% - BfTRE 2 s BERTEALRE - (5
2)
(b) BITAEBERBEETHEETIGH)

9. BF (urea) /& (uricacid) &£ &# 1 H 47K E- B R B AT A M e R H? (10 4)

10. #25F4T3% (a) passive-medicated transport - (5 44)
(b) active transport = (5 4)

H. BHTIHHGEXSL: () 25 mAR 2 7)) (b) BEHEEE CH) (o
- TWERLNENE Q) W) AmeEE C2) (o) 2 BRE-29)

"

KA ALE




