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(5] — RTHRAEEER TR E TR R AR, MR T TRINRRE: &
H/VEFFEBE (10, 20, 30, 40, 50, 60, 70, 80ppm/mL), fE{EM EEER
100 %% &, l— R, PRSI TFI 8 T % SH05EC 55 518 6.38%,
43.78%, 68.79%, 72.37%, 91.53%, 93.33%, 96.67%, 98.73%. WIEWHTM
MOH, R LN ERET 2 SRR R TS SR,

[5] =, BummEM BAATEEBRIRE (A 8K B 8) HEE. THEN D Emass
FHE (sample mean) FBEAEHRE (sample standard deviation) R
BAREHEBNEFT A,

A B WEAH

Ay 10 20 30
BRI 100 150 200
BAEREE 50 40 20

I LR PR A R AR S A A TR R,

[10] =. HHMEELREFHFE2YEER (difference in parameters of central ten-
dency) WE# (hypothesis) ZH#E HHEE: HMHBLR ¢ BEHE (un-
paired student i-test) SR (nonparametric) BN B A E T B
(Wilcoxon rank sum test). FaREH3E WA E H ks 2R,
[10) 8. 4B ERMBER I, IR -HAEH e s R h— B
T, BORAT 3 A,
(8] (1) BEETEILH RN EAH— 5B R —hfs,
(5] (2) BTBEEE, MEFE BN LT RIS, WM e
Bl

[10] &. FItBEICHRBRIEE » TR EFHEERE T

L FE @R

O (o)} n=0; + Oy

R R TR, R LRI EGEE (p) RSB po,

Hoip=py vs Haip#m

LHE
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SHEHlE—BAR, PIETERETEGIE LR SHBEHEE (test statistics)

P —po
VPo(l —mpa)/n
P—po

VB —-p)/n

M) &l =

(2) 122 = B

(3

L e )R
o) =3 G
i=1
Hep p = %, E; & o AL RY (expected frequency), i = 1, 2,
Ey = npo, Bz = n(l — po). #H8 LIER, HESESEREHHEZ AR, &
AR,

[10] 7%, BT EMERMETHYEA TRRRERRERTNNFENTY, WHEHET

15 SRR T BV M A B 5 i UL RN, AR B A TTRYIR i, B175 LB LR
SR B 7 B R T R S B R R PR S [ssnel SRR HH} (censored
data)l, THIR 16 EHEEFHERERNTECERE (B).

092 293 576 641 10.16 12.40%7 12.93% 13.85%
14.70" 15.20 23.32T 2447+ 25.33% 36.38% 39.67+

IR EF A 14 (12 (BH) 7FEHEE (survival probability).
B FORMEIEERE: 0.92 (B—BEE—BENE) R LREREREYIE
0.92 EARIEC. 12.40" (B—HEHES 6 (HIERAME) RTBRREH, hit Rl LR
HEERCE AR EFECRFRR A, B 12.40 BRHBATE. DUk
ekl B,

(25} . BA Agarose gel EEMGR AT EWDRTUIRERIZ (8 FIRUBLHT. HUIMG DNA K B2

BHRIE ARG gol matrix ERE), HBEY W25 DNA B BEREF (DNA
fragment length) A, DNA FrEEE#EAG BT LS ethidium bromide
TR FHE—AESET DNA KR « (distance migrated) BHE K
/vy (DNA fragment size),
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Distance Migrated DNA Size log(DNA Size)

= cm y bp log(y) log(bp)
1.30 23,130 10.05
1.65 9,416 9.15
1.90 6,557 8.79
2.20 4,361 8.38
2.90 2,322 7.75
3.05 2,027 7.61
4.30 564 6.34

AW HENERE © ® DNA FERREMSHIE log(y) §2RGHGMG (T8
k), TEAEUR AR, B o RSB, — ANEE E N,

o Lo

DNA fragment size log(y)

1.5 2.0 25 3.0 3.5 4.0

Distance z

THIRARIRIR T IEE R ATEATRET S Tis 5

Coefficients:

Estimate 5td. Error t value Pr(>|t|)
(Intercept) 12.24764 0.55039 22.263 2.41e-05 ##+*
x (linear) ~2.06066 0.43133 -4.777 0.0088 **

x2(quadratic) 0.16271 0.07624 2.134 0.0097 .

Signif. codes: 0 ’#¥%? 0.001 4%’ 0.01 ’%’ 0.05 *.’ 0.1 > 7 1

Residual standard error: 0.1793 on 4 degrees of freedom
Multiple R-Squared: 0.9852, Adjusted R-squared: 0.9777
F-statistic: 132.7 on 2 and 4 DF, p-value: 0.0002205
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Analysis of Variance Table

Response: log(y)

Df Sum Sq Mean Sq F wvalue Pr(>F)
x (linear) 1 8.3846 8.3B46 260.8452 8.597e-05 **x
x2 (quadratic) 10.1464 0.1464 4.5549 0.09973 .
Residuals 4 0.1286 0.0321

Signif. codes: 0 ’##%’ 0.001 ’#x’ 0.01 ’#’ 0,06 ’.” 0.1 7 * 1

AR AT R T H R

(5] (1} SEAREE DiLAHTRER, Rl BR AR,

(5] (2) #H—{8 DNA H B BhEENER 2.5, THEBIE DNA Rz BEE (L) log(bp)
RR) BHEDT CHEHERES HRER SE = 0.0975, 0,054 = 2.78,
HEMEOREIEER ¢ = 2.5 ¥, DNA K EBRRERN 95% HERER.

(5] (3) BIRYH EFAHET R? = 0.00, HRETHTES,

(5] (4) HRURNBEZKRFER (v = fo + Fiz + Por® + €) Tt awEt
WE? BR—RABRN (y = fo + iz + ¢) BREBBMHMIZRT 22
—RITEF R I R, BIEERALE R2 =2

[5] (5) DNA HyMkEhEEE = BERE log(y) MENESHEMELY » = —0.984 3
LU SR

T
t=

l—7r

n—2
WERRAY p BEHE 0 FEEER, RIS ERIT:

Hy:p=0 ws H,:p#0

WHBARERE R, (FHRIBERENETE 20,0254 = 278, t0.025,5 = 2.570,
to.025;6 = 2.447)

(28] A\ —{IHRBEBNBIRR, HIEREEARRES (life span) ZHIE, NS
BRMAESRE, HHRRENABRS RIS, BTTFENRDE, S—a.
RYIFRE, B8 RWEEEEN 00%, 5= RYMEETEEN 80%, 4
B 5 WHERSERE. TEPNEERSHNTEEGEEARES

BAE
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Group 1 II 11t
Size (n;) 5 5 5
Average (¥:) 2.44 318 3.54

Sample veriance (sf) 0.19 017 025

T T SR

(5] (1) FHRIR Eechiz o2 SRIFEFHH (pooled mean square) s2 i Bi{i,

(5] (2) FERHER ARG F = 7.6966 BURBEEAY p = 0.007067 (B
TR AHER). WM AR,

Analysis of Variance Table

Response: y (life span)

Df Sum Sq Mean Sq F value Pr(>F)
treatment 2 3.14533 1.57267 7.6966 0.007067 +*
Residuals 12 2.45200 0.20433

Signif. codes: 0 ’##+’ 0.001 ’*#%’ 0.01 ’#’ 0.05 S R |

[5] (3) BR=MTH®/AMEM mean separation (B Y2 I 1585 Duncan’s
multiple range test) RIS ETIR FE

Group I I 1

Average life span (year) 2.44® 3,18 3.54°
TN U AT SR
(5] (4) SHEHEE g — pa 19 959% EHUEM, ILBE 11, 15 SRR RS =HAYZE
¥adn. SHAILEMERINY B 8RB A 20% RIRWALSES X B
Bl s =0.452, /2 = 1414, v/5 = 2.236, 0035 12 = 2.18,
(5] (5) BRSBTS AHTSIER: LARBFRMR EM—MR K ams
1?7 st ame

AR AYE






